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RAW SEQUENCE LISTING DATE: 11/01/2001 

PATENT APPLICATION: US/0 9/9 7 5 , 1 2 3 TIME: OB 41:48 

Input Sot. : A:\ES.txt 

Output Set: N:\CRF3\11012001\l975123.raw 

1 1 c 5 APPLICANT: Susan M. Freier 
<120 • TITLE OF INVENTION: ANTISENSE MODULATION OF INSULIN-LIKE GROWTH FACTOR BINDING 



PROTEIN 



7 




EXPRESS I ON 




■:13') • 


FILE REFERENCE: RTS-0253 

CURRENT APPLICATION NUMBER: US/09/97 5 , 12 3 5^ 


C--> 11 


<140> 


C--> 11 


<141> 


CURRENT FILING DATE: 2001-10-09 


1 1. 


■• 


NUMBER OF SEQ ID NOS : 4 3 


14 


■:2lo • 


SEQ ID No: 1 


15 


-.21 1 ■ 


LENGTH: 20 


1 t, 


•;2lJ - 


IVPE: DNA y 


17 


•21 < ■• 


ORGANISM. Artificial Sequence ^ 


19 


•:22u * 


FEATURE: 


2 1. 


• 22 3 ■• 


OTHER INFORMATION: Antisense Oligonucleotide 


2 3 


• :4()() 


SEQUENCE: 1 


2 4 


t nn.jLca.tcg ctcotcaggg 


2 7 


•:21"> 


SEQ ID NO: 2 


2 8 


•:2.1 1 > 


LENGTH: JO 


2 


-:2lJ - 


TYPE: DNA 


3 0 


Jl 3 > 


ORGANISM: Artificial Sequence'-^ 


3 J 


-22 () > 


FEATURE: .J 


3 4 


• : 2 2 3 > 


OTHER INFORMATION: Antisense Oligonucleotide 


^6 


•4 0 o> 


SEQUENCE: 2 


3 7 


atgcattctg cccccaagga 


4n 


•:210> 


SEQ ID No: 3 


41 


•21 1 • 


LENGTH: 1612 


4 2 


■ 21 2 > 


TYPE: DNA 


4 3 


-:213> 


(ORGANISM: Homo sapiens 


4 5 


■ : J 2 1") > 


FEATURE : 


4 7 


• 22') > 


FEATURE : 


4 8 


■: 221> 


NAME/KEY- CDS 


4 9 




LOCATION . ( 44 ) . . . ( 86 2 ) 


5 1 


lOO - 


SEQUENCE 3 



20 



20 



• 2 ■ '* ft CCV qcc ccaccccqaq qtaaaqqqqq cqact.aaqaq aaq atq qtq ttq rt.c r e> 

': i Met Va 1 Leu Leu 

i ] 

"'h ace qcq qtc (M c ctq Ctq Ct.q qcc qcc tat qcg qqq ccq qcc; cag ago 103 

5 7 Tin Ala Va I Leu Leu Leu Leu Ala Ala lyr Ala Gly Pro Ala Gin Ser 

58 5 10 15 20 

MtJ ct.q gge tcc t t e qtg cac tgc gag ccc tgc gac gag aaa qcc etc tcc 151 

hi Leu Gly Ser Phe Va .1 His Cys Glu Pro Cys Asp Glu Lys Ala Leu Ser 

h2 2 5 3 0 3 5 

h4 a 1 q tqc CCC ccc aqc CCC Ctq qqc t qc qag Ct.q gte auq quq ccq qqc I 9 9 

> ; r ^ M'-t r vs p r o t-t-m Ser Pro Leu Glv rvs Glu Leu Va I Lys Glu Pro O I v 



file, r CRl'} OulholJ \\rl<)75121htm 



Pace 2 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/975,123 



DATE : 11/0 1/20 0 1 
TIME: 08:41:48 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\11012001\l975123.raw 



72 
7 \ 



gtc tac ace gag ego tgc gee cag ggg 
Val Tyr Thr Glu Arg Cys Ala Gin Gly 



gac 



70 

gag gag 



7 5 



aag ccg etg cac gec ctg 



90 



ctg cge tgc etc ccc cgq cag 
Leu Arq Cys Leu Pro Arg Gin 
80 

ctg cac qg< 



1 : ' L 



7 4 

7o 

7 7 Asp Glu Glu Lys Pro Leu His Ala Leu Leu His Gly Arg Gly Va 
78 85 
80 etc aa 



jgg gt.t tgc 



8 1 
8 2 
8 4 



qaa aag age tae cge gag caa gtc 
Leu Asn Glu Lys Ser Tyr Arg Glu Gin Val 



0 5 
a a g a t. ■ 
Lvs III 



l y s 
1 0 0 

gag uga gac t cc 
Glu Arq Asp Ser 



105 



1 1 0 



cgt gag cac gag gag ccc ace aec t.ct gag 



85 Arq Glu His Glu Glu Pro Thr Thr Ser Glu 



atg gee gag 
Met Ala Glu Glu 



115 
jag aec 



a -ia c r u a eo 



86 120 125 

8 8 tec ccc aag ate ttc egg ccc aaa cac acc cqc at 
89 Ser Pro Lys lie Phe Arg Pro Lys His Thr Arg II 
9i) 135 140 

9 2 get gaa gca gtg aag a ay gac cge aga a. 
9 3 Ala Glu Ala Val Lys Lys Asp Arg Arg Lys Lys Leu Thr 
94 150 155 16d 

9 6 ttt gtc ggg gga gec gag aac act gee cac ccc egg ate 

97 Phe Val Gly Gly Ala Glu Asn Thr Ala His Pro Arq lie 

175 



tac 
Thr Tyr 

130 

too qaq ctg aag 
Ser Glu Leu Lys 
145 



cag 
G 1 n 



tec aaq 
Ser Lys 



ate tet gca 
lie Ser Ala 

98 165 I/O 175 180 

100 cct gag atg aga cag gag tct gag cag ggc ccc tgc cge aga cac atg 

101 Pro Glu Met Arg Gin Glu Ser Glu Gin Gly Pro Cys Arg Arg His Met 

102 185 190 195 

104 gag get tec etg cag gag etc aaa gee age oca cqc atg gtg ccc cgt 

105 Glu Ala Ser Leu Gin Glu Leu Lys Ala Ser Pro Arg Met Val Pro Arg 

106 200 205 210 

10 8 get gtg tac ctg ccc a at tgt gac cge aaa qga ttc tac aaq aga aag 

109 Ala Val Tyr Leu Pro Asn Cys Asp Arg Lys Gly Phe Tyr Lys Arg Lys 
IK) 215 220 225 

112 cag tgc aaa cct tec cgt ggc cge aag cgt ggc ate tgc tgg tgc gtg 

111 (Mn Cys Lys Pro Ser Arg Gly Arg Lys Arg Gly lie Cys Trp Cys Val 

114 230 235 240 

116 qac aag tac ggg atg aag ctg cea ggc atg qag tac gtt gac ggg gac 

117 Asp Lys Tyr Gly Met Lys Leu Pro Gly Met Glu Tyr Val Asp Gly Asp 



118 245 

12ii ttt caq t gc 

1 2 1 Phe G 1 n Cys 
1 2 2 

1 2 4 ceeaaectt t . 

12'' a c ccc a gga c < 



250 

cac aec ttc 
His Thr Phe 
265 

'"'•"t raccec c t^ceao^of 
ocdctcdt.t • ca t c t ea 1 1 



255 

gac age age aac gtt 
Asp Ser Ser Asn Val 

2 70 
oaqoeeoqa c 
t aaq qga aaa 



qaq 

Glu 



260 

tqa tqcgtccccc 



. aqeaa qqqo t caa ct 



tecaq eeaqc 
at at at at ot 
t oqaa a a tqq 
ttt t 



qc - " t OCOt CO 

a t '!.) t t tqa 
eaacaacaqa 
ga gqcaag tt 



1 2 3 g g a aac t g a g q a c c t c g g a a tc 

13H gatgeaaaaa gctaaaaaqa eacecccccc ctttaaatgq tt.tt 

132 ggatqaacag agaaqggaag agaggaagaa cgagaggaag agaagggaag gaagtgtttg 

134 tgtagaagag agagaaagac gaatagagtt aggaaaagga aqacaagcag gtqggcagga 

13b aqgacatqea coqaqaccaq qcagqggcce aaetttcacg tccagccctg gcctqgqqtc 

138 qqgaqaggtg qqeqetaqua qatqcaqccc aqgatqtqqc aateaatqac actat tqqgg 

140 t t t cccaqqa tqqat tqqt c agggqgagaa agqaaaaqqc aaadcactoc d^ia"-'! et c 

■ • ■ ■ - 1 + - : ' ■ ■ 1 ■i-i.vr t -ra l^t trrtrff 



:'9 5 



3 4 < 



9 1 



4 3M 



4 87 



5 3 5 



583 



631 



67 9 



727 



775 



823 



871 



1 0 52 
1112 
1 1 7 2 
1232 
12 C C! 

13 5 2 

14 12 
1 4 7 2 



('■ CKI- Outh^Kf \ M-I l )"i: vhim 
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RAW SEQUENCE LISTING 

PATENT APP1 [CAT i < <N : US/09/97 5, 12 3 



DATE: 11/0 1/20 0 1 
TIME: 08:41 : 48 



Input Hot. : A:\ES.txt 

Out put Set. : N : \CRF3\1 1 0 12 0 0 1\I 9 7 5 12 3 . raw 



1 44 

1 4 6 
148 
l'Sl 
1 r >2 
1 5 < 
103 4 
1 5 6 
10)8 
1 6 0 
1 6 1. 
1 6 4 
lti 5 
1 6 b 

16 7 
1 6 ' * 

17 1 
17 3 
174 
177 
178 
179 
180 
182 
184 
186 
187 
190 
191 
192 
19 3 

1 9 5 
197 
19 m 
200 

2 0 3 
204 
2 0 : i 
2U». 
2 0 8 
2' Id 
21 2 
2 1 3 
2lh 
217 
21H 
2 1 9 
> ) 1 



ctct 
tcct 
caga 
<2 10 
•:21 1 
• : 2 1 2 
■:2 1 < 
• : 2 2 ( ) 
• : 2 2 3 
:4 00 

•:2 H» 
-:2 1. 1 
2 12 
:2 1 3 



tacctg ggcagagtgt t.g t.c tct ccc caaatttata aaaactaaaa tqcattccat 
ctgaaa qoaaaacaaa ttcataattq agtqatatta aatagagaqq 1 1 t fcqqaaq 
tctgtg aatatgaaat 

• SEQ ID NO 4 

• LENGTH: 19 

• TYPE: DNA 

• ORGANISM: Artificial Sequence v.. 

• FEATURE: 

- OTHER INFORMATION: PGR Primer 

• SEQUENCE- 4 
acacac ccgcatotc 

• SEQ ED NO: 5 
■ LENGTH : 22 

• TYPE: DNA 

-* ORGANISM: Artificial Sequence" 



15 3 2 
1 592 
1612 



i\ . L'lT A TIT P]T 



PGR Primer. 



<:2 2 3 • OTHER INFORMATION: 
O4 0I).- SEQUENCE: 5 
Ltggactggg t:ca<Tcttctt tc 
•:2 10^ SEQ ID No : 6 
<2ll' LENGTH: 2 6 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

(OTHER INFORMATION: PGR Probe/' 
SEQUENCE: 6 
aqgctgaagc agtqaagaag gaccgc 
•■:2 10> SEQ ID No: 7 
LENGTH: 19 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: PGR Primer/ 
SEQUENCE * 7 



■:212: 
-: J I 3 ■ 
:220- 
:223 ■ 
:4 00 



OH - 
- 212- 
021 3 . 
•:2 20 
-;223. 

• ;4 on 

qaaqqtgaag gtcqgagtc 
-.210, SEQ ID NO: 8 
•211- LENGTH: 20 

1 2 TYPE: DNA 

■ 2 1 .•; ■ ORGANISM Art it icial Sequence 

■ 22(> ■ FEATURE 

■.22.'- • OTHER INFORMAT ION : PGR Primer 

• 4 00 SEQUENCE 8 
qaaqa tqqtg a tqqqa t.ttc 
•;2.10:- SEQ ID NO 9 
■'211- LENGTH: 20 
012:- TYPE: DNA 

• 2 I < ORGANISM Art it icial Sequence 
< 2 2().- FEATURE: 



19 



2 6 



19 



c: C: CRI- Outtiokf WrN^l 2 v htm 



11 1 01 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/9 7 5,12 3 



DATE : 1 I ,/0 1/20 01 
1 I ME : 0 8 4 1:48 



Input Set 
Output Set. 



A:\ES.txt 

N:\CRF3\11012001\I97 512 3 . raw 



22 5 4 00 • SEQUENCE : 9 



2 2 6 


eaaq. 


1 ttcoc g ttctcagcc 


2 29 


-210 


■ SEQ ID NO 


10 


2 S 0 


■:2ll 


• LENGTH: 1722 


2 :< L 


• 2l 2 


• TYPE: DNA 




2 -S2 


•21 3 


■ ORGANISM. 


Homo sapiens 


2 SI 


• : 2 2 0 


• FEATURE : 




2 3 b 


•:22 0 


■ FEATURE: 




2 S7 


•-221 


• NAME/KEY: 


CDS 


2 3 8 


. ■) ■ t 


• LOCATION 


(752) . . . (1570) 


240 


•MOO. 


- SEQUENCE. 


10 



24 1. ggggaaaaga gctaggaaag agctgcaaag cagtgtgggc tttttccctt tttttgctcc 
24 3 t.tttoattac ccct.octccg ttttcaccct tctccggact tcgcgtagaa cctgcgaatt 
24 5 tegaagagga ggtggcaaag tgggagaaaa gaggtgttag ggtttggggt ttttttgttt 

24 7 ttgtttttgt tttttaattt cttgatttca acattttctc ccaccctctc ggctgoagcc 
2 19 aacgoctctt acc t gt t '"t g oggegccgcg caccgctgqc aqctqagggt tagaaagogg 

25 1 ggtgtatttt agattttaag caaaaatttt aaagataaat ccatttttct ctcccacccc 
25 3 caacgccatc tccactgcat ccgatctcat tatttcggtg gttgcttggg ggtgaacaat 
2 5 5 tttgtggctt tttttcccct ataattctga cccgctcagg cttgagggtt tctccggcct 
J 57 oegctcactg cgtgcacctg gcgctgccct gcttccccca acctgttgca aggctttaat 
259 tottqcaact gggacctgct cgcaggcacc ccagccctcc acctctctct acatttttgc 
261 aagtgtotgg gggagggcac ctgctctacc tgccagaaat tttaaaacaa aaacaaaaac 
2b. 3 aaaaaaatct ccgggggccc tcttggcccc tttatccctg cactctcgct ctcctgcccc 
265 accccgaggt aaagggggcg actaagagaa g atg gtg ttg etc acc gcg gtc 

2 6 6 Met Val Leu Leu Thr Ala Val 

2 67 1 5 

269 etc ctg ctg ctg gec gec tat gcg ggg ccg gec cag age ctg ggc t.cc 

270 Leu Leu Leu Leu Ala Ala Tyr Ala Gly Pro Ala Gin Ser Leu Gly Ser 

271 10 15 20 

273 ttc gtg cac tgc gag ccc tgc gac gag aaa gee etc tee atg tge eee 

274 Phe Val His Cys Glu Pro Cys Asp Glu Lys Ala Leu Ser Met Cys Pro 

275 25 30 35 

277 ccc age ccc ctg ggc tgc gag ctg gtc aag gag ccg ggc tgc gge tgc 

278 Pro Ser Pro Leu Gly Cys Glu Leu Val Lys Glu Pro Gly Cys Gly Cys 

279 40 4 5 50 55 
2 81 tqc atg ace tgc gee ctg gec gag ggg eag teg tgc ggc gtc tac acc 
282 Cys Met Thr Cys Ala Leu Ala Glu Gly Gin Ser Cys Gly Val Tyr Thr 
28 3 6 0 6 5 7 0 

285 gag ege tge gec eaq gqg et g oge tg<- etc ccc egg eag gae gag gag 
28d Giu Arg Cys A 1 a (Jin Gly Lew Atg Cye, Lou pro Arq (Jin Asp Glu Glu 
2 8" ; " 7 5 8 0 8 5 

280 aag eeq etq cac qcc ctg ctq cac gge rqc qqq <t t t t qc et c aae qaa 

290 Lys Pro Leu His Ala Leu Leu His Gly Arg Gly Val Cys Leu Asn Glu 

291 90 95 1 00 

293 aag age 1 tac cgc gag caa gtc aag ate gag aqa gac tec egt gag cac 

294 Lys Ser Tyr Arq Glu Gin Val Lys lie Glu Arg Asp Ser Arg Glu His 
2 95 1 0 5 110 1 15 

207 gag qaq ccc aee acc Let gag atg gee (jag gag acc t.ae tee eee aag 



Ml 
12 0 
189 
249 

309 

3oo 
4 2 o 
48o 
540 
60 0 

6 6 9 
729 

7 7.: 



82 0 



8b 8 



91 b 



9b 4 



0(>0 



110 8 



150 



Tl 



T-r 



Se r 



Pro 



file: C: CRI- Outliekf WvVr> 1 : vlitm 



It 101 



Paee 5 of 7 



2 9 9 

3 0 l 
3 0 2 
3 0 3 
3 0 5 
3 0 o 
3 0 7 
3 0 0 
3 1 0 
31 1 
3] 3 
3 1 4 
31 5 
31 7 

31 a 

3 1 9 

32 1 
322 

32 3 
325 
32b 
3 2 7 
329 
3 30 
331 

33 3 
3 <4 
3 35 
3 37 
3 39 
341 

34 4 
34 5 
346 
347 
349 
< : <2 

: • ] 

:■ -7 

v-9 
t - 1 
/ o 3 

:<».5 

3t.7 

m,9 
.i ' 1 
* 7 3 



RAW SEQUENCE LISTING DATE: U/01/2J01 

PATENT APPLICATION: US/09/97 5,12 3 IML : 08:41.48 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\11012001\I975123.raw 

12 5 130 135 

ttl . cqq ccc aaa cac acc cqc ate tec gag ctg aaq get. gaa gca 

P,,. A rg Pro Lvs His Thr Arg lie Ser Glu Leu Lys Ala Glu Ala 

140 145 i50 

. a -, „ q q3 r ror aaa aaq aag ctg acc cag tec aag ttt gtc ggg 

Lvs Lys Asp Arg Arg Lvs lys Leu Thr Gin Ser Lys Phe Val Gly 

155 160 1(3J 

q . H gec gag aac act gec cac rcc egg ate ate tct. gca cct gag atg 



at.( 
II* 



Va i 



GLv Ala Glu Asn Thr A La His I'ro Arg He 

170 175 

aqa cag gag tct gag cag ggc ccc 

Arg Gin Glu Ser Glu Gin Gly Pre 

185 1'30 

ag gag etc aaa gec age oca 



Ala 
180 



ctg 
Leu 
200 
ctg 



tgc cgc aga cac atg gag get tec 
Cys Arg Arg His Met Glu Ala Ser 
1 9 5 

cgc atg gtg ccc cgt get gtg tac 



Un Glu Leu Lys Ala Ser Pre. Arg Met Val Pro Arg Ala Val Tyr 



215 

erg ccc aat tgt gac cgc aaa gga ttc tac aag aga aag cag tgc aaa 
Leu Pro Asn Cys Asp Arg Lys Gly Phe Tyr Lys Arg Lys ,ln tys Lys 

220 225 230 

crt tec cgt qgc cgc aag cgt ggc ate tgc tgg tgc gtg gac aag tac 
Pro Ser Arg c'y Arg Lys Arg Gly He Cys Trp Cys Val Asp Lys Tyr 

-, 35 240 - 45 

ggg atg aag ctg cca ggc atg gag tac gtt gac ggg gac ttt cag tgc 
Gly Met Lys Leu Pro Gly Met Glu Tyr Val Asp Gly Asp Phe Gin Cys 

250 255 260 

cac acc ttc gac age age aac gtt gag tga tgcgtccccc cccaaccttt 

His Thr Phe Asp Ser Ser Asn Val Glu 

•^65 270 
cectcacccc etcecacccc cagccccgac tccagecagc gcctccctcc accccaggac 
gecaeteatt tcatctcatt taagggaaaa atatatatct atctatttga ggaaaaaaaa 

aaaaaaaaaa aa 

- 210> SEQ ID NO: 11 

< 211> LENGTH: 210 0 0 

• 212> TYPE: DNA 

• 213> ORGANISM: Homo sapiens 
:.220> FEATURE: 

• .100 - SEQUENCE : 11 
l ■ j a < j g g a a g g g g a g a c g a a g t 1 a e t e t. 
■ 1 1 c t c c a c t q g c c c ctcca c c t c c 1 c 



1204 



12 52 



130 0 



1348 



139b 



1444 



149^ 



1540 



1 5 9 0 



16 50 
1710 
1722 



v:t 
* c c 



gaagaa c tct 
gtccc c c 1. 1 g 



cat tqtqttc accctgctco 

rra-'i MM , ......... ci ttct.cqg ta qccccagoct. 

"tt-M I'attrniaq qqquqqaqqq cqctqttcaq aqqqqaqqa:} qqcgctqttc 

.qqgaqcqaa ggggagcccc cttgtqtcta qaaqqectet ceccaccccc accccqtqtq 

tact gciaagctcc ttqgcaU-ct. tgcVgagH qqqtqt.tgqq aa,c caa, 

tqcaqctaca aactqgctgg caqceagqqg ccggctatt.t aaaagegect gctct- cegg 

W^rqtaq tctctttgga aacttctaca ggggaaaaga gctaggaaag agetgeaaag 

\, gtgtgggc tttttccctt ttttgetect tttcattacc cctcctecgt tttcaecctt 

■n^qqactt cgegtaqaac ctqcqaattt cgaagagqaq gtqgcaaaqt gggagaaaag 

nq t > taqq UtttquqqM tttttqtt.tt tqtt.tt.tqt.t tt.ttaatttC ttqatttcaa 

• v t tct caccctct.ee qctqcagcca acqcctctta cctgttctqc qgcgccqcgc 



1 2 0 

1 HO 

2 1 0 
30 0 
3f)0 
4 2 0 
4 8 0 
54 0 
GOO 
h 6 0 



( cri- outhoiJ ym-it>i: vinq 
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VERIFICATION SUMMARY DATE 11/0 1/2 00 1 

PATENT APPLICATION: US/0 9/97 5,12 3 TIME 08:41 40 



Input, Set. A:\ES.txt 

Output Sot. N:\CRF3\11012001\I97 512 3 .raw 

11 M:270 C: Current Application Number d i iters, Replaced Current. Application No 
11 M:271 C: Current Eilinq Date di Iters, Replaced Current Filinq Date 



11 101 



